Like Saccharomyces cerevisiae, Candida utilis IGC 3092 has two hexokinases. Their kinetic behavior suggests that they are slightly different from those of S. cerevisiae, and although they are insensitive to xylose, they are affected by trehalose 6-P and ADP. Unlike some other yeast species, C. utilis hexokinases do not show a higher activity under repressing conditions but exhibit a constant fructose/glucose phosphorylation ratio (F/G) in any conditions used. It seems that hexokinase activities are not regulated in parallel with eatabolite repression in this strain [1]. A spontaneous mutant (SDM-1), deregulated for ~-glucosidase and with the glucose proton symport and invertase partially derepressed, was tested for its hexokinase regulation and compared with the wild-type (WT) strain. Studies done in crude extracts under optimum conditions (pH 8 and 30 ~ showed no difference between the two strains in the overall activity and F/G ratio [2]. However, a more detailed work under physiological conditions (pH 7 and 28 ~ showed the F/G ratio in the wild-type strain to be similar as under optimum assay conditions while the F/G ratio found in SDM-1 changed slightly to < 1; this happens at a higher degree also in derepressed S. cerevisiae [3].
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[4] WEUSTrlUIS R.A., VlSSER W., PRONK J.T., SCHEFFERS W.A., VAN DIJKEN J.P.: Microbiology 140, 703-715 (1994 Minho, 4719 Braga Codex, Portugal Zygosaccharomyces bailii is a Krebs-negative yeast able to grow under stress conditions and typically identified as a food contaminating species. The aim of the present work was to study the transport of acetic acid and other weak organic acids in the strain Zygosaccharomyces bailii IGC 1307 and its regulation by several carbon sources.
When transport was measured in cells grown in a medium with glucose or fructose, with labelled acetic acid at concentrations from 0.1 to 12 mmol/L, pH 5.0, the Lineweaver-Burk plot of the initial uptake rates was linear and consistent with a Michaelis-Menten kinetics. Acetic acid uptake (pH 5.0) was accompanied by the disappearance of extracellular protons, the uptake rates of which also followed Michaelis-Menten kinetics as a function of the acid concentration. The results indicated a proton symport of the anion form of the acid. Transport of labelled acetic acid at pH 5.0 was accumulative, the accumulation ratio in terms of free acid being about 50. Furthermore, the accumulated acid flew out of the cells after the addition of cold acetic acid as well as of benzoic, sorbic or pentanoic acids. The results suggested that all these acids may use the same carrier. Accordingly, benzoic, sorbic or pentanoic acids were competitive inhibitors of the acetic acid transport at pH 5.0. As expected, their transport was also associated with proton uptake that followed Michaelis-Menten kinetics. Apparently, neither propionic acid nor lactic acid used this transport system since they were not competitive inhibitors of acetic acid transport. Furthermore, when either acid was added to a cell suspension no transient external alkalinization indicative of proton uptake was observed.
Cells of Z. bailii grown in a medium with either acetic acid or ethanol as the carbon and energy source were also analyzed for their capacity to transport acetic acid and the other weak organic acids mentioned above. The data indicated that, under these growth conditions, a mediated transport system for acetic was present and probably an acetate proton symport was again involved. However, the carrier appeared to be less specific, being able to accept not only benzoic, sorbic and pentanoic acids but also propionic and formic acids.
This work is part of a research program supported by CEE/AIR cr93-0830. Anew method of monitoring membrane potential changes in yeast cells in suspensions (Saccharomyces cerevisiae $6), based on the spectroscopic analysis of diS-C3(3) fluorescence, has been developed. DiS-C3(3) is a redistribution potentiometric dye that reports on cell membrane potential by a voltage-dependent partition between the extracellular medium and cytosol (for reviews on fluorescent techniques of membrane potential monitoring see, e.g., [1, 2, 3, 4] ). On entering the cells, the dye is partly bound to various cytosolic components (proteins, nucleic acids, etc.) . This binding gives rise to a new fluorescence spectral component which is about 13 nm red-shifted as compared to the probe fluorescence spectra in pure buffers [5, 6] . The contribution of the bound dye component to the overall fluorescence from cell suspensions increases with increasing accumulation of probe molecules in the cells which in turn depends on membrane potential. The wavelength of the probe fluorescence maximum therefore reflects changes in membrane potential, e.g. those following changes in extracellular KCI concentrations (Fig. 1) .
Study of Membrane Potential Changes of Yeast Cells
Standard experimental conditions must be maintained when performing the membrane potential assays since the magnitude of the spectral shift, as well as the fluorescence intensity, increases with increasing cell/dye ratio and may also be influenced by pH and by the polarity of the probe environment. Variations in these factors may therefore cause changes in probe fluorescence that can lead to artifactual observation of membrane potential changes. To minimize such variations, our experiments were performed at carefully controlled constant dye/cell ratios (0.1 or 0.5 lamol/L diS-C3(3), 107 cells per mL). Cell suspensions were labelled for 5 min at 25 ~ The fluorescence was measured immediately after the labelling period (valinomycin, if used, was added simultaneously with the dye).
We have investigated the response of exponential yeast cells to their interaction with killer toxin K1. The cells were washed twice and resuspended in 10 mmol/L citrate-phosphate buffer (CPB), to which glucose and the killer factor were added. The killer factor was added at three different con-
